Scale 5 kb} | GCF_015227805.2
chrl: | 52,013,000 52,014,000 52,015,000/ 52,016 oool 52 017 oool 52 018 oooI 52,019,000 52,020,000 52,021,000

¢ Percent 111111 FONY 01 IARU R O ORM O II\I\I I\H i II|| IIHIIIIII H\II\II |II-I||I| L LU I ORI a1 1 AR

NCBI RefSeq genes, curated and predicted sets (NM_*, XM_*, NR_*, XR_*, NP_* or YP_¥*)

MTCL1
MTCL1
MTCL1
MTCL1
MTCL1
MTCL1
MTCL1
MTCL1
MTCL1
MTCL1
MTCL1
MTCL1

NCBI RefSeq genes, predicted subset (XM_* or XR_*)
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NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_¥)
Augustus Gene Predictions

Augustus
RefSeq mRNAs mapped to this assembly
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